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2 @ By
| | | |
MSFASTARKVTAFAAAAATLLALGACGNSNNGSAGNNGAKSTSEPQEGVPTNYTGSFPMPDPGKAYNNPKDRGELKQGGTLTLPITEIGPNWNAIDVNGN 100
MSFASTARKVTAFAAAAATLLALGACGNSNNGSAGNNGAKSTSEPQEGVPTNYTGS FPMPDPGKAYNNPKDRGELKQGGTLTLPITEIGPNWNAIDVNGN 100
MSFASTARKVTAFAAAAATLLALGACGNSNNGSAGNNGAKSTSEPQEGVPTNYTGS FPMPDPGKAYNNPKDRGELKQGGTLTLPITEIGPNWNAIDVNGN 100
MSFASTARKVTAFAAAAATLLALGACGNSNNGSAGNNGAKSTSEPQEGVPTNYTGS FPMPDPGKAYNNPKDRGELKQGGTLTLP ITEIGPNWNATDVNGN 100

80 1 0'0

120 140 160 180
| | | |

TAYMSGLWRFYMPCIWEYPADGSLEN IKPNTNYVTKVEQTSDSPETVVFTINDKASWNDGTP | TWKDFESTWKVQSGKSDKFTPALTTGYDQIKSVTKGD 200
TVYMSGLWRFYMPCIWEYPADGSLEN IKPNTNYVTKVEQTSDSPETVVFTINDKASWNDGTP | TWKDFESTWKVQSGKSDKFTPALTTGYDQIKSVTKGD 200
TVYMSGLWRFYMPCIWEYPADGSLENIKPNTNYVTKVEQTSDSPETVVFTINDKASWNDGTP | TWKDFESTWKVQSGKSDKFTPALTTGYDQIKSVTKGD 200
TVYMSGLWRFYMPCIWEYPADGSLEN IKPNTNYVTKVEQTSDSPETVVFTINDKATWNDGTP | TWKDFESTWKVQSGKSDKFTPALTTGYDQ I KSVTKGD 200

200
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TDKQAVVTFEKDFYPYQSLFNLLYPSEALTGDDTKDGDTFSKGWSNDSHSDKWGAGPFVVSKSSDSEVTFTPNPKWWGDKPLLDKVVLKQMEPSAAMNAF 300
TDKQAVVTFEKDFYPYQSLFNLLYPSEALTGDDTKDGDTFSKGWSNDSHSDKWGAGPFVVSKSSDSEVTFTPNPKWWGDKPLLDKVVLKQMEPSAAMNAF 300
TDKQAVVTFEKDFYPYQSLFNLLYPSEALTGDDTKDGDTFSKGWSNDSHSDKWGAGPFVVSKSSDSEVTFTPNPKWWGDKPLLDKVVLKQMEPSAAMNAF 300
TDKQAVVTFEKDFYPYQSLFNLLYPSEALTGDDTKDGDTFSKGWSNDSHSDKWGAGPFVVSKSSDSEVTFTPNPKWWGDKPLLDKVVLKQMEPSAAMNAF 300

320 340 350 380 400
| | | | |

KNGE I DAVGASDAESMTSVKTVKDAYLRRSYDSGVYTLTINTKNIPLEVRKAFVQGVDRSQLQKIDFQGIEWTEKTPGSLILPQFQDGYEDNMPAESKYS 400
KNGE I DAVGASDAESMTSAKTVKDAYLRRSYDSGVYTLTINTKNIPLEVRKAFVQGVDRSQLQKIDFQGIEWTEKTPGSLILPQFQDGYEDNMPAESKYS 400
KNGE | DAVGASDAESMTSAKTVKDAYLRRSYDSGVYTLTINTKNIPLEVRKAFVQGVDRSQLQKIDFQGIEWTEKTPGSLILPQFQDGYEDNMPAESKYS 400
KNGE | DAVGASDAESMTSAKTVKDAYLRRSYDSGVYTLTINTKNIPLEVRKAFVQGVDRSQLQKIDFQGIEWTEKTPGSL ILPQFQDGYEDNMPAE SKFS 400

420 440 460 480
| | | |
TANATKTLEDAGYKKNSDGYYEKGGKVAAITYTTFSDSASTKAKATAIQKMAKTVGIKVSIDIKASNTFSDTVSSGNWDMIGLGWSASDPFGYASSAYQL 500
TANATKTLEDAGYKKNSDGYYEKGGKVAAITYTTFSDSASTKAKATAIQKMAKTVGIKVSIDIKASNTFSDTVSSGNWDMIGLGWSASDPFGYASSAYQL 500
TANATKTLEDAGYKKNSDGYYEKGGKVAAITYTTFSDSASTKAKATAIQKMAKTVGIKVSIDIKASNTFSDTVSSGNWDMIGLGWSASDPFGYASSAYQL 500
TANATKTLEDAGYKKNSDGYYEKGGKVAAITYTTFSDSASTKAKATAIQKMAKTVGIKVSIDIKASNTFSDTVSSGNWDMIGLGWSASDPFGYASSAYQL 500

5 OIO

520 540 560 580
| | | |
YGSKSESNFSFTGTDE IDKELESIPGIKDSTKAI AQFNKAEKEAQKLYAQIPFENGQITVAVKKGLANYGPAGYSSGARVMVTVHPENLGWEK ™
YGSKSESNFSFTGTDE IDKELESIPGIKDSTKAI AQFNKAEKEAQKLYAQIPFENGQITVAVKKGLANYGPAGYSSGARVMVTVHPENLGWEK™ 584
YGSKSESNFSFTGTDE IDKELESIPGIKDSTKAI AQFNKAEKEAQKLYAQIPFENGQITVAVKKGLANYGPAGYSSGARVMVTVHPENLGWEK™ 584
YGSKSESNFSFTGTDE IDKELESIPGIKDSTKAIAQFNKAEKEAQKLYAQIPYENGQITVAVKKGLANYGPAGYSSGARVMVTVHPEN LGWEK'I 594

594

Conservation
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Figure S1: Alignment of BopA sequences of B. bifidum S17, NCIMB41171, PRL2010 and MIMBb7S. Conservation of the amino acid
sequence is indicated by a blue-to-red colour scheme (blue low conservation; red high conservation). The cysteine residue of the lipobox motif
at position 26, which is important for thioacylation, is highlighted with a red box.



